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Claims 



That which is claimed is: 



An isolated peptide consisting of an amino acid sequence selected from the 
group consisting of: 

(a) an amino acid sequence shown in selected from the group consisting 
ofSEQ IDN0S:2 and 5; 

(b) an amino acic sequence of an allelic variant of an amino acid 
sequence selected from the group consisting of SEQ ID N0S:2 and 5, wherein said allelic 
variant is encoded by a nucleic acid riolecule that hybridizes under stringent conditions to 
the opposite strand of a nucleic acid molecule selected from the group consisting of SEQ ID 



NOS:l,3,and4; 

(c) 



an amino acid 



encoded by a nucleic acid molecule 
opposite strand of a nucleic acid m^ 
N0S:l,3,and 4; and 

(d) a fragment] 
consisting of SEQ ID NOS:2 and 
amino acids. 



sequence of an ortholog of an amino acid sequence 



selected from the group consisting ol SEQ ID N0S:2 and 5, wherein said ortholog is 



that hybridizes under stringent conditions to the 
;cule selected from the group consisting of SEQ ID 

/ 

'an amino acid sequence selected from the group 
wherein said fragment comprises at least 10 contiguous 



^ An isolated peptide comprising an amino acid sequence selected from the 
group consisting of: 

(a) an amino acid sequence selected from the group consisting of SEQ 
IDN0S:2 and 5; 

(b) an amino ac id sequence of an allelic variant of an amino acid 
sequence selected from the group ( onsisting of SEQ ID N0S:2 and 5, wherein said allelic 
variant is encoded by a nucleic aci i molecule that hybridizes under stringent conditions to 
the opposite strand of a nucleic ac^d molecule selected from the group consisting of SEQ ID 
N0S:l,3,and 4; 
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(c) an amino acid sequence of an ortholog of an amino acid sequence 
selected from the group consisting of SEQ ID N0S:2 and 5, wherein said ortholog is 
encoded by a nucleic acid mol scule that hybridizes under stringent conditions to the 
opposite strand of a nucleic acid molecule selected from the group consisting of SEQ ED 



N0S:1,3, and 4; and 

(d) a frai 



i/^So] 



; of an amino acid sequence selected from the group 
consisting of SEQ ID N0S:2 a(nd 5, wherein said fragment comprises at least 10 contiguous 
amino acids. 



An isolated antibody that selectively binds to a peptide of claim 2. 



aij 



(b) a nuc 
acid sequence selected from 



An isolated kucleic acid molecule consisting of a nucleotide sequence 
selected from the group con jisting of: 

(a) a nucleotide sequence that encodes an amino acid sequence selected 
from the group consisting of SEQ ID N0S:2 and 5; 

eotide sequence that encodes of an allelic variant of an amino 
he group consisting of SEQ ID N0S:2 and 5, wherein said 
nucleotide sequence hybridizes under stringent conditions to the opposite strand of a nucleic 
acid molecule selected from the group consisting of SEQ ID N0S:1, 3, and 4; 

(c) a nucleotide sequence that encodes an ortholog of an amino acid 
sequence selected from the group consisting of SEQ ID N0S:2 and 5, wherein said 
nucleotide sequence hybridizes under stringent conditions to the opposite strand of a nucleic 
acid molecule selected from the group consisting of SEQ ID N0S:1, 3, and 4; 

(d) a nucleotide sequence that encodes a fi*agment of an amino acid 
sequence selected from the group consisting of SEQ ID N0S:2 and 5, wherein said 
fragment comprises at least 10 contiguous amino acids; and 

(e) a nucleoside sequence that is the complement of a nucleotide 
sequence of (a)-(d). 



An isolated nucleic acid molecule comprising a nucleotide sequence selected 
from the group consisting 
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(a) a nucleotid^ sequence that encodes an amino acid sequence selected 
from the group consisting of SEQffD N0S:2 and 5; 

(b) a nucieotic e sequence that encodes of an allelic variant of an amino 
acid sequence selected from the g oup consisting of SEQ ID N0S:2 and 5, wherein said 
nucleotide sequence hybridizes under stringent conditions to the opposite strand of a nucleic 
acid molecule selected from the gi oup consisting of SEQ ID NOS: 1, 3, and 4; 

(c) a nucleotide sequence that encodes an ortholog of an amino acid 
sequence selected from the group consisting of SEQ ID N0S:2 and 5, wherein said 
nucleotide sequence hybridizes ur der stringent conditions to the opposite strand of a nucleic 
acid molecule selected from the g oup consisting of SEQ ID NOS: 1 , 3, and 4; 

.sequence that encodes a fragment of an amino acid 
insisting of SEQ ID N0S:2 and 5, wherein said 
tiguous amino acids; and 
(e) a nuclej?fi(^e sequence that is the complement of a nucleotide 
sequence of (a)-(d). 



(d) a nucleotii 
sequence selected from the groif 
fragment comprises at least 10 



6. A gene chip compr sing a nucleic acid molecule of claim 5. 



claim 5. 



7. A transgenic non-h mian animal comprising a nucleic acid molecule of 



8. 



A nuc 



eic acid vector comprising a nucleic acid molecule of claim 5. 



A host cell containing the vector of claim 8. 



10. A method fdr producing any of the peptides of claim 1 comprising 
introducing a nucleotide sequence encoding any of the amino acid sequences in (a)-(d) into 
a host cell, and culturing mjHaost cell under conditions in which the peptides are expressed 
from the nucleotide sequj nee. 
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11. A method for producing any of the peptides of clahn 2 comprising 
introducing a nucleotide seqience encoding any of the amino acid sequences in (a)-(d) into 
a host cell, and culturing the post cell under conditions in which the peptides are expressed 
from the nucleotide sequence. 

12. A method foi detecting the presence of any of the peptides of claim 2 in a 
sample, said method comprising contacting said sample with a detection agent that 
specifically allows detection > )f the presence of the peptide in the sample and then detecting 
the presence of the peptide. 



13. A method for 
a sample, said method compnlsmg 
hybridizes to said nucleic acic 
the oligonucleotide binds to 



detecting the presence of a nucleic acid molecule of claim 5 in 
contacting the sample with an oligonucleotide that 
molecule under stringent conditions and determining whether 
nucleic acid molecule in the sample. 



Si id 



14. A method fd" 
comprising contacting said 
modulated the function o: 




Ltifying a modulator of a peptide of claim 2, said method 
tide with an agent and determining if said agent has 
of said peptide. 



15. The method of claim 14, wherein said agent is administered to a host cell 
comprising an expression vec or that expresses said peptide. 



16. A method fori 
claim 2, said method comprisilig 
contacted mixture to determint 
peptide. 



entifying an agent that binds to any of the peptides of 

contacting the peptide with an agent and assaying the 
whether a complex is formed with the agent bound to the 



1 7. A pharmaceutic d composition comprising an agent identified by the method 
of claim 16 and a pharmaceutically acceptable carrier therefor. 
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18. A method for 
transporter protein, said metljiod 
effective amount of an agent 



lr9r A method foi 



treating a disease or condition mediated by a human 

comprising administering to a patient a pharmaceutically 
identified by the method of claim 16. 



identifying a modulator of the expression of a peptide of 



claim 2, said method compriijing contacting a cell expressing said peptide with an agent, and 



determining if said agent has 



modulated the expression of said peptide. 



jKJ^ An isolated hihman transporter peptide having an amino acid sequence that 
shares at least 70% homology with an amino acid sequence selected from the group 
consistmg of SEQ ID N0S:2 and 5. . 

(I. ■ 

21 . A peptide aiotjraing to claim 20 that shares at least 90 percent homology 
with an amino acid sequ^ilce selected from the group consisting of SEQ ID N0S:2 and 5. 

An isolated nucleic acid molecule encoding a human transporter peptide, 
said nucleic acid molecule sharing at least 80 percent homology with a nucleic acid 
molecule selected from the g "oup consisting of SEQ ID NOS: 1 , 3, and 4. 



23. A nucleic acil 
homology with a nucleic acid 
NOS:l,3,and 4. 



molecule according to claim 22 that shares at least 90 percent 
molecule selected from the group consisting of SEQ ID 
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